Abe, Masumi, 269 

Abeles, Ann, 63 

Aguilar, O. Mario, 510 
Ahmad, D., 702 

Aiba, Shuichi, 530 
Albritton, William L., 1066 
Alger, Jeffry R., 384 
Amemura, Mitsuko, 692 
An, Florence Y., 1220 
Angiolella, Letizia, 555 
Antranikian, Garabed, 1284 
Apostolakos, D., 104 
Arceneaux, J. E. L., 943 
Arciero, David M., 1154 
Atherly, Alan G., 928 
Austin, Stuart, 63 


Baker, Henry V., II, 584 
Barak, Rina, 643 

Barber, Lynn E., 792 
Barile, M. F., 888 

Barker, H. A., 201 
Bassford, Phillip J., 133 
Bayly, Ronald, 140 
Beattie, Kenneth L., 332 
Ben-Gurion, Renana, 542 
Bentley, Ronald, 1132 
Berger, Harald, 1241 
Berglin, Ewa H., 81 
Berka, Randy M., 239, 431 
Berman, David T., 822 
Bhattacharjee, J. K., 874 
Bisson, Linda F., 111 
Biswas, Gour D., 1071 
Blumenberg, Miroslav, 49, 57 
Boch, Gary, 140 

Bognar, A., 706 

Bollinger, Ronald, 773 
Boos, Winfried, 1008 
Botstein, David, 260 
Boulnois, Graham J., 1188 
Bozzola, John J., 502 
Bradley, S. G., 803 

Braun, Volkmar, 223, 994 
Braymer, H. D., 72 

Brill, Winston J., 485 
Broda, Paul, 911, 1280 
Broome-Smith, Jennifer K., 904 
Brusilow, William S. A., 815, 983 
Burchard, Robert P., 495 
Burkhardt, Renate, 223 
Busturia, Ana, 19 

Buttke, Thomas M., 747 
Byers, B. R., 943 


Cabib, Enrico, 1255 
Cain, Brian D., 595, 607 


AUTHOR INDEX 
VOLUME 152 


Carruba, Giuseppe, 555 
Cassone, Antonio, 555 
Castle, Anna M., 384 
Chambers, James P., 757 
Chambliss, Glenn H., 1117 
Chassy, Bruce M., 1138 
Chatfield, Lee K., 1188 
Chiu, Teh-Hsing, 616 
Cihlar, Ronald L., 880 
Clark, David, 935 


Cleary, Joseph M., 983 
Clewell, Don B., 1220 
Cole, R. M., 888 

Coles, R. S., Jr., 298 
Concino, Michael F., 441 
Contente, S., 722 
Cornish, Edwina C., 1276 
Correa, Julieta U., 1255 


Costilow, Ralph N., 946 
Crider, Billy P., 255 
Curiale, Michael S., 797 


Dagley, Stanley, 1154 
Dahlberg, James E., 1196 
Dalke, Paulette, 1292 
Dalrymple, Brian P., 901 
Daneo-Moore, Lolita, 191 
Daumy, G. O., 104 
Davidson, Barrie E., 1276 
Davis, Rowland H., 291 
de Macario, E. Conway, 762 
DeBusk, Ruth M., 545 
Decker, Kathleen P., 815 
Dehazya, Philip, 298 
Deich, Robert A., 855 
DeMoss, John A., 954 
Denis, Jean, 527 

Dennis, Patrick, 1022 
Desrosiers, L., 706 

Dilts, Judith A., 939 
Dominguez, Carmen, 19 


Donohue, Timothy J., 595, 607 


Douglas, Carl J., 1265 
Dowhan, William, 773 
Driggers, Paul H., 332 
Dubnau, D., 722 


Eagon, Robert G., 255 
Easton, Alan M., 829 
Edlund, Maj-Britt K., 81 
Egashira, Takeshi, 151 
Elseviers, Dirk, 357 


Engstrém, Peter, 372 
Evans, Doyle J., 757 
Ezekiel, David H., 120, 521 


Falkow, Stanley, 549 
Farrish, Eileen E., 584 
Favelukes, Gabriel, 510 
Fernandez, M. Pilar, 1255 
Ferrari, Eugenio, 780, 809 
Ferrari, Franco A., 780, 809 
Fiil, Niels, 1022 

Flashner, Yehuda, 542 
Focht, D. D., 411 

Foote, R. S., 534 

Forage, R. G., 1169, 1303 
Fornari, C. S., 89 

Foster, John, 1111 

Foster, John W., 959 
Franke, Arthur E., 1220 
Freese, Ernst, 400 
Friedberg, Errol C., 323 
Friedrich, Barbel, 42 
Friedrich, Cornelius G., 42 
Frésch, Dieter. 471 
Fukuda, Yasuki, 98 


Gaines, C. G., 943 
Gallagher, Pat, 357 
Gardner, Jeffrey F., 363 
Gawron-Burke, M. Cynthia, 1220 
George, Hugh A., 1049, 1060 
Ghuysen, Jean-Marie, 1042 
Goebel, Werner, 1241 
Goodgal, Sol H., 441 
Gopalakrishnan, A. S., 773 
Goscin, Lee P., 765 

Gotto, John W., 714 
Gottschalk, Gerhard, 1284 
Gowrishankar, J., 1 

Grant, M. A., 915 

Graves, James F., 1071 
Gray, Gregory L., 431 
Greenberg, Bill, 183 
Grindley, Nigel D. F., 1211 
Grossman, Nili, 35 
Gryczan, T. J., 722 

Guest, John R., 1132 
Guevara, Juan, Jr., 757 
Guffanti, Arthur A., 1096 
Guild, Walter R., 765 
Gunsalus, Robert P., 815 
Gutnick, D. L., 126 


Haberer, Klaus, 471 
Habig, W. H., 888 
Hacker, Jérg, 1241 


Campbell, L. Leon, 527 
Canale-Parola, Ercole, 246, 1105 
Carlone, George M., 306 
Carlsson, Jan, 81 
Clark, David W., 865 
i 


ii AUTHOR INDEX 


Haefeli, Catherine, 524 
Hahn, J., 722 
Hatadus, Ewa, 517 
Hale, S. G., 1147 
Hales, B. J., 72 
Halperin, Walter, 1265 
Hanrahan, Vickie, 969 
Hansen, Jeffrey B., 1138 
Hansen, Mogens T., 976 
Harayama, Shigeaki, 372 
Hardegree, M. C., 888 
Harding, Nancy E., 983 
Hardy, Kimber, 524 
Hart, Frances, 63 
Harwood, Caroline S., 246 
Haselkorn, Robert, 626 
Hassan, H. Moustafa, 792 
Hastrup, Sven, 1022 
Hawrot, Edward, 1033 
Hazelbauer, Gerald L., 372 
Hederstedt, Lars, 157 
Hedrick, Lora, 201 
Hedstrom, Richard C., 255 
Henderson, G. W., 919 
Henis, Yigal, 643 
Henson, Joan M., 1301 
Hernandez-Chico, Concepcién, 
897 
Herrero, Enrique, 133 
Herrero, Marta, 897 
Herzberg, Christina, 1284 
Higgins, Michael L., 191 
Hinds, Michael, 140, 1078 
Hoch, James A., 780, 809 
Hoffman, Ann, 357 
Hoffman, P., 915 
Hoffmann, Peter J., 538 
Holland, I. Barry, 133 
Holley, Elizabeth A., 959 
Hdltje, Joachim-Volker, 994 
Hooper, David C., 338 
Hoyer, Lawrence C., 855 
Hughes, Colin, 1241 
Hui, Ivy, 1022 
Hurly, B. J., 1147 


Ibe, Stella N., 260 

lino, Tetsuo, 372 
Inderlied, Clark B., 880 
Inouye, Masayori, 1163 
Inukai, Masatoshi, 1163 
Ippolito, Catherine, 1163 
Ishihara, Hiroshi, 1288 
Ito, Elaine T., 880 


Jackson, Maria, 133 

Jacobson, Eric S., 932 

Jagusztyn-Krynicka, E. 
Katarzyna, 1138 

Jeffery, Kate, 969 

Jin, R. Z., 1303 

John, D. T., 803 

Johnsen, Morten, 1022 

Joyce, Catherine M., 1211 

Juarez, Antonio, 1241 


Kahn, Jonathan M., 201 
Kaiser, Dale, 451, 462 
Kaji, Akira, 506 
Kamiryo, Tatsuyuki, 269 
Kanbe, Toshio, 893 


Kaplan, Samuel, 595, 607, 924 
Karamata, Dimitri, 1231 
Kasra, Rouha, 26 

Kato, Shingo, 269 

Kawai, Yohko, 907 
Keesey, Joseph K., Jr., 954 
Kennedy, Eugene P., 1033 
Kersten, Philip J., 1154 
Kidder, George W., 1105 
Kimura, Akira, 98 

Kitada, Makio, 1096 
Kiyono, Paul, 291 

Klencke, S., 1248 

Konijn, Theo M., 232 
Konings, Wil N., 682 
Krishnapillai, V., 514 
Krulwich, Terry A., 1096 
Kuroiwa, Tsuneyoshi, 893 


Lacks, Sanford A., 183 
Lagunas, Rosario, 19 
Lampen, J. O., 315 
Lampen, J. Oliver, 865 
Lang, Dennis, 809 
Langley, Keith E., 1033 
Larson, Timothy J., 1008 
Lascelles, June, 306 
Laux, Roxanne, 140 
Leduc, Mireille, 26 

Lee, Lyang-Ja, 1138 
Lehrbach, Philip R., 1280 
Lemire, Bernard D., 1126 
Leventhal, Judith M., 1117 
Libman, M., 706 

Lin, E. C. C., 1001, 1169, 1303 
Lipscomb, John D., 1154 
Little, Robert, 1022 

Liu, Gseping, 1111 
Lodge, J. S., 943 
Lorowitz, William, 935 
Lovett, Paul S., 284 
Ludden, Paul W., 786 
Lyda, Timothy S., 1292 
Lynn, Steven P., 363 


Macario, A. J. L., 762 
Macnab, Robert M., 384 
Macrina, Francis L., 215, 950 
Magill, Clint W., 1292 

Magill, Jane M., 1292 
Magnusson, Kerstin, 157 
Maier, Robert J., 422 
Makino, Kozo, 692 

Malamy, Michael H., 950 
Maltman, Kirk, 1022 
Mancuso, David J., 616 
Manlapaz-Ramos, Purita, 1111 
Markie, David, 969 


J. BACTERIOL. 


Markovitz, A., 919 
Marrero, Robert, 284 
Maser, Robin L., 939 
Masterson, Robert V., 928 
Matsuoka, Masayoshi, 530 
Mattia, Elena, 555 
McCaman, Michael T., 848 
McColl, A. S., 104 
McHenry, Charles S., 351 
McHugh, Gail L., 338 
McPartland, Ann, 848 
Meganathan, Rangaswamy, 1132 
Mehta, Rajanikant J., 502 
Meulien, Pierre, 911, 1280 
Meyer, Richard, 140, 1078 
Michon, John J., 983 

Mills, Dallice, 797 

Minck, Raymond, 1042 
Mitra, S., 534 

Monticello, Daniel J., 946 
Mooibroek, Hans, 669 
Moreno, Felipe, 897 
Moribayashi, Atsuko, 907 
Morimyo, Mitsuoki, 208 
Moriyon, Ignacio, 822 
Mormeneo, Salvador, 14 
Muckerman, Carolyn C., 183 
Mulder, Jan A., 166 

Murata, Kousaku, 98 
Murgola, Emanuel J., 773 


Nakai, Hiroshi, 431 
Nakano, Michiko M., 1288 
Nakata, Atsuo, 692 
Nanninga, N., 479, 1248 
Nano, Francis E., 924 
Nash, Claude H., III, 502 
Nash, J. H. E., 514 
Naumovski, Louie, 323 


Nguyen-Distéche, Martine, 1042 
Nielsen, Jennifer B. K., 315 
Nikaido, Hiroshi, 636 
Nishibayashi, Soryu, 893 

Noel, K. Dale, 485 

Nur, Israel, 643 

Nyberg, Géran K., 81 


O'Brian, Mark R., 422 

Ochi, Kozo, 400 

Oeschger, Max P., 736 
Ogawara, Hiroshi, 1288 
Ogilvie-Villa, Susan, 545 
Okabe, Akinobu, 1091 
Okazaki, Koei, 269 

Okon, Yaacov, 643 
Olijhoek, A. J. M., 479, 1248 
Olivera, Baldomero M., 1111 
Orr, Elisha, 1188 

Orr, James, 626 

Otsuji, Nozomu, 692 


Kanno, Masamoto, 567 
Kaplan, S., 89 
Nester, Eugene W., 1265 ] 
Newman, E. B., 702, 706 


VoL. 152, 1982 


Pal, B. C., 534 
Paranchych, William, 687 
Parks, Lawrence C., 191 
Pas, E., 479, 1248 
Pasveer, Frank J., 232 


Quackenbush, Robert L., 939 


Rejas, Maite, 897 
Reusch, V. M., Jr., 1147 
Reznikoff, William S., 363 


Romesser, James "340 
Ron, Eliora Z., 35 
Rosenberg, E., 126 
Rosenberg, H., 7 
Rottem, S., 888 
Rousset, André, 1042 
Rownd, Robert H., 829 
Rubinovitz, C., 126 
Russell, Paul R., 928 
Rutberg, Lars, 157 
Ryoji, Masaru, 506 


Séez, Maria J., 19 

San Millan, José L., 897 
San-Blas, Felipe, 563 
San-Blas, Gioconda, 563 
Sariaslani, F. Sima, 411 
Sawai, Tetsuo, 567 
Schaller, Klaus, 994 
Schlaeppi, Jean-Marc, 1231 


Setlow, Jane K., 1066 
Shapiro, James A., 140 
Shapleigh, J., 915 

Shaw, Duncan J., 1132 
Sheladia, Vithalbhai L., 757 
Shepherd, Maxwell G., 969 
Shimamoto, Nobuo, 269 
Shimell, MaryJane, 950 


Shimizu-Takahama, Michiko, 151 
Shimkets, Lawrence J., 451, 462 


Shimosaka, Makoto, 98 
Shinagawa, Hideo, 692 
Shuster, C. W., 963 

Silver, Lin E., 485 

Simon, Jean-Paul, 676 
Simoni, Robert D., 815 
Simonson, J. G., 72 
Sinden, David, 133 
Singleton, Rivers, Jr., 527 
Sinskey, Anthony J., 260 
Skjold, Christopher A., 120, 521 
Slaney, Leslie, 1066 
Slonczewski, Joan L., 384 
Smibert, Robert M., 1049, 1060 
Smith, C. Jeffrey, 950 
Smith, Douglas W., 983 
Solaiman, Daniel, 1175 
Sparling, P. Frederick, 1071 
Spratt, Brian G., 904 
Springer, Mathias, 650, 661 
Springhorn, Sylvia S., 183 
St. Martin, E. J., 1001 
Stacey, Gary, 485 

Stalon, Victor, 676 

Stark, James M., 963 
Sternberg, Nat, 63 
Sudmeier, J. L., 411 
Sullivan, Patrick A., 969 
Suzuki, Takahito, 893 
Swartz, Morton N., 338 
Swietlifiska, Zofia, 517 


Takahama, Umeo, 151 
Takahashi, Shoko, 175 
Takano, Toshiya, 506 
Tally, Francis P., 950 
Tamura, Taka-aki, 506 
Tanaka, Kenji, 893 
Tandon, Shiv R., 485 
Tang, John C.-T., 1001, 1169 
ten Brink, Bart, 682 
Tessman, Ethel S., 572 
Thorner, Jeremy, 111 
Tkacz, Jan S., 865 
Tobian, Janet Ash, 215 
Tomich, Paul K., 1220 
Triplett, Eric W., 786 
Trueba, F. J., 479 
Tsukamoto, Kikuo, 567 
Tucker, Stanley D., 773 


AUTHOR INDEX 


Uchida, Kohji, 530 
Uffen, Robert L., 1175 


van der Heijden, Paul R., 232 
van der Meer, Rob C., 232 
van Eden, C. G., 479 

van Haastert, Peter J. M., 232 
van Heijenoort, Jean, 26 

van Randen, Jan, 275, 669 
van Walsum, Hans, 232 
Vasil, Michael L., 239, 431 
Venema, Gerard, 166, 275, 669 
Villarejo, Merna R., 848 

Von Stein, Robert S., 792 


Wakil, Adil E., 332 
Walker, C., 702 

Walker, James R., 1301 
Wall, Judy D., 786 

Ward, John, 1280 

Watts, Tania H., 687 
Weinberg, Barbara, 357 
Weiner, Joel H., 1126 
Weiss, Alison A., 549 
Welch, Mary M., 351 
Whittaker, James W., 1154 
Wiersma, Koos, 275 
Wilkins, Brian M., 1188 
Williams. Peter H., 901 
Wilson, David B., 1091 
Winstor, Melissa K., 874 
Woldringh, Conrad L., 35 
Wolf, Richard E., Jr., 584 
Wolfe, Ralph S., 840 
Wolfson, John S., 338 
Wolf-Watz, Hans, 372 
Wolin, M. J., 762 
Woodworth, T. W., 803 
Worobec, Elizabeth A., 687 


Yagi, Yoshihiko, 1220 
Yamada, Tadashi, 175 
Yamagata, Hideo, 1163 
Yamamoto, Tatsuo, 506 
Yamura, Taka-Aki, 506 
Yano, Ikuya, 907 
Yanofsky, Charles, 49, 57 
Yoch, Duane C., 714 
Yokota, Takeshi, 506 
Yoshimura, Fuminobu, 636 


Zaborowska, Daniela, 517 
Zin, R. Z., 1303 

Zuk, Jerzy, 517 

Zyskind, Judith W., 983 


iii 
Paulus, Thomas J., 291 
Payne, W. J., 915 
Payne, William R., 932 
Peterson, Patricia K., 572 
Plumbridge, Jacqueline A., 650, 
661 
Pollack, J. Dennis, 538 
Porter, Ronald D., 345 
Poulter, Russell, 969 
| Pyle, Amy L., 747 
Rice, Philip W., 1196 
Riddle, G. D., 72 
Ridley, Susan Porter, 736 
Rigney, David, 191 
Robinson, John J., 1126 
' Rock, Charles O., 1298 
Schneider, Klaus, 42 _ 
Schoemaker, J. M., 919 
Schreurs, W. J. A., 7 
Schumacher, Ginter, 1008 
Schwartz, Ira, 357 
Schwarz, U., 1248 
Sentandreu, Rafael, 14 


SUBJECT INDEX 
VOLUME 152 


Acetate kinase isozymes 

spirochete MA-2, 246 
N-Acetyl-p-glucosamine 

C. albicans, 555 

germ tube formation, 555 
Acholeplasma equifetale 

nuclease, 538 
Acholeplasma laidlawii 

antibody mobility, 471 

fusion, 471 

nuclease, 538 
Acid-soluble spore proteins 

B. subtilis, 1117 
Acinetobacter calcoaceticus 

chloramphenicol, 126 

emulsan production, 126 
acrA 

E. coli, 1301 
Activating enzyme 

R. rubrum, 786 
Aculeacin A 

lytic plaques in C. albicans lawns, 502 
Acyl carrier protein 

E. coli, 1298 

mixed disulfides of, 1298 
N-Acylphosphatidylserine 

membrane assembly, 607 

R. sphaeroides, 607 
Adenosine kinase-deficient mutant of Neurospora 

crassa, 1292 

S-Adenosylmethionine synthetase 

B. subtilis, 400 


E. coli, 935 
Aerotaxis 
A. brasilense, 643 
Agmatine deiminase pathway 
S. faecalis, 676 
Agrobacterium tumefaciens 
attachment to plant cells, 1265 
Alcaligenes eutrophus 
hydrogenase 
nickel component, 42 
Alcohol dehydrogenase 
adhE, 935 
E. coli, 935 
Alkaline phosphatase 
asparagine-linked carbohydrate, 865 
Saccharomyces sp. strain 1710, 865 
Alkalophile bioenergetics versus pH and Na*, 1096 
Amino acid starvation 
E. coli, 35 
Amino acid transport 
loss of ability 
N. crassa, 545 
Aminoacyl-tRNA synthetases 
E. coli, 357 
pheS, 357 
pheT, 357 


a-Aminoadipate 
growth inhibition, 874 
S. cerevisiae, 874 
Anabaena spp. 
glutamine synthetase activity, 626 
Antibody mobility 
A. laidlawii, 471 
Antigenic analysis 
M. arboriphilus, 762 
Methanomicrobiales, 762 
p-Arabinose utilization 
E. coli, 521 
Asparagine-linked carbohydrate 
alkaline phosphatase, 865 
Saccharomyces sp. strain 1710, 865 
ATP citrate lyase 
C. limicola, 1284 
ATP production 
E. coli, 98 
glycolysis genes, 98 
Attachment to plant cells 
A. tumefaciens, 1265 
Autolysis 
E. coli, 26 
induction and control, 26 
Azospirillum brasilense 
aerotatic response, 643 
Azotobacter vinelandii 
nitrogen fixation of tungsten-resistant mutants, 72 


Bacillus cereus 
lipoprotein, 315 
Bacillus licheniformis 
lipoprotein, 315 
Bacillus subtilis 
acid-soluble spore proteins, 1117 
S-adenosylmethionine synthetase, 400 
bioenergetics versus pH and Na*, 1096 
cell wall-DNA segregation, 1231 
cell wall enzymes 
endospores, 1147 
vegetative cells, 1147 
DNA cross-links, 669 
DNA-DNA association, 275 
DNA fragment transcribed by sigma-28-containing 
RNA polymerase, 780 
ferrisiderophore reductase, 943 


phage SP02, 284 
plasmid pCM194, 284 
nucleases, 166 
plasmid pE194, 722 
spore proteins, 1117 
sporulation, 400 
succinate dehydrogenase reconstitution, 157 
transformation, 166, 669 


sporulation, 400 
| 
heme, 943 
lysogeny 
iv 


VoL. 152, 1982 


Bacteriophage Ba 
mapping, 1288 
S. lavendulae, 1288 
Bacteriophage lambda 
insertions in the E. coli fuc region, 120 
S gene function, 1091 
spo0B, cloning of, 809 
Bacteriophage Mu 
mutagenesis in S. typhimurium 
nad-lac fusion, 959 
phage P22 as vector, 959 
pnc-lac fusion, 959 
Bacteriophage P22 
Mu mutagenesis in S. typhimurium, 959 
Bacteriophage SP02 
lysogeny 
B. subtilis, 284 
plasmid pCM194, 284 
Bacteroides fragilis 
plasmids pBF4 and pBFTMI10 


homology, 950 
Bdellovibrio stolpii 
superoxide dismutase, 792 
Beggiatoa alba 
trail following, 495 
Blue light 
cytochrome c reduction, 151 
N. crassa conidia, 151 
Bordetella pertussis 
ornithine-containing lipid that carries hemagglu, 907 
plasmid transfer to, 549 
Brucella 
cell envelope 
detergent, 822 
EDTA, 822 


Cadaverine synthesis 

N. crassa polyamine-deficient mutants, 291 
Caedibacter taeniospiralis 

plasmid pKAPS1, 939 
Campylobacter fetus subsp. jejuni 

respiratory systems, 306 
Campylobacter spp. 

nitrogen oxide reduction, 915 
Candida albicans 

N-acetyl-p-glucosamine, 555 

Aculeacin A, 502 

germ tube formation, 555 

lytic plaques, 502 

ploidy 

variance of, 893 

recombination, 969 

virus-like particles, 502 
Candida tropicalis 


C. neoformans, 932 
Carboxypeptidase/transpeptidase activity 
P. vulgaris and its L-forms, 1042 
Cell division 
E. coli, 919 
lon, 919 
Cell wall 
B. subtilis, 1231 
cosegregation with DNA, 1231 


SUBJECT INDEX 


Cell wall enzymes 
B. subtilis 
endospores, 1147 
vegetative cells, 1147 
Chitin synthetase activation 
S. cerevisiae mutant, 1255 
Chloramphenicol 
A. calcoaceticus, 126 
emulsan production, 126 
Chlorobium limicola 
ATP citrate lyase, 1284 
Chromosomal gene transfer 
H. influenzae, 1066 
Citrobacter freundii 
B-lactamase, 567 
tryptophan operon, 57 
Cloning 
dnaE, 351 
E. coli genes for initiation factor 3 and two amino- 
acyl-tRNA synthetases, 357 
hemagglutination 
E. coli, 1241 
hemolysin determinant 
E. coli, 1241 
hemolysin gene, 431 
infC, 357 
pheR in E. coli, | 
pheS, 357 
pheT, 357 
B-p-phosphogalactoside galactohydrolase gene of L. 
casei in E. coli, 1138 
phospholipase C gene, 431 
thr operon regulatory region, 363 
thrS, 357 
trg, 372 
virulence determinants 
E. coli, 1241 
Clostridium sporogenes 
valine and leucine conversion, 946 
Coenzyme A 
E. coli, 1298 
mixed disulfides of, 1298 
Colicin E2 synthesis 
E. coli, 897 
ompR, 897 
Colicin M 
E. coli, 994 
murein biosynthesis, 994 
Competence 
H. influenzae, 855 
Conjugation 
DNA primase, 1188 
Coordinated movement 
M. xanthus cells, 451 
Cryptococcus neoformans 
capsular polysaccharide synthesis, 932 
UDF glucuronate decarboxylase, 932 
Cyclic GMP 
D. discoideum, 232 
phosphodiesterase induction, 232 
L-Cysteine 
E. coli, 81 
potentiation of hydrogen peroxide killing, 81 
Cytochrome c 
reduction 
blue light, 151 
N. crassa conidia, 151 


v 
peroxisomes 
DNA, 269 
Capsular polysaccharide synthesis 


vi SUBJECT INDEX 


superoxide dismutase, 151 EDTA 
Cytochrome c; Brucella cell envelope, 822 
antigenic properties, 527 Electron transport components 
D. africanus Benghazi, 527 hydrogen oxidation, 422 
Cytophaga sp. strain U67 R. japonicum, 422 
trail following, 495 Emulsan production 
A. calcoaceticus, 126 
chloramphenicol, 126 
Enflagellation 
oli, 904 N. 803 
6-Deoxy-p-glucose nterobacter aerogenes 
S. cerevisiae, 1295 
Desulfovibrio africanus 
cytochrome C3 d 
Det aaa properties, 527 macrolide, lincosamide, streptogramin type B 
Brucella cell envelope, 822 Roche resistance, 526 
glucan synthetase of P. brasiliensis, 563 acrA. 1301 
Diauxic growth in light nant cousins protein 
mixed disulfides, 1298 
Dictyostelium discoideum ode 34 
cyclic GMP, 232 adhE, 935 . 
phosphodiesterase induction, 232 
imino aid starvation, 38 
K. pneumoniae mutant, 1303 MENA synthetase genes, 357 
1 4-Dih deve naphthoate p-arabinose utilization, 521 
E ATP production, 98 
o-succinylbenzoate conversion to, 1132 a srg 567 
cell dimension change, 35 


plasmolysis, 479 cell division, 919 
NA 


coenzyme A 
B. subtilis, 1231 mixed disulfides, 1298 


cosegregation with cell wall, 1231 
C. tropicalis peroxisomes, 269 colon Sention of B strain, 208 
phage Ba of Streptomyces, 1288 
DNA-binding vesicles dacC, 904 : 
441, 855 1 ,4-dihydroxy-2-naphthoate 
cross-links ae o-succinylbenzoate conversion to, 1132 
transformed B. subtilis, 669 division cycle 
DNA-DNA association plasmolysis, 479 
B. subtilis, 275 dnaE 
cloning, 351 
gene product, 351 
DNA gyrase, 338 
351 ermC of S. aureus, 524 
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membrane anchor polypeptides, 1126 
glucose repression of ssb-/ and ssb-113, 572 
S. cerevisiae homozygous for rad6-/ mutation, 517 glycolysis genes, 98 , 
DNA uptake, sequence-specific gyW,773 
N. gonorrhoeae, 1071 gnd 584 
uti:ization growth, 1196, 1248 
S. cerevisiae tup mutant, 111 heat-labile enterotoxin subunit B gene sequence 
analysis, 506 
hydrogen peroxide killing, 81 
Ectothiorhodospira sp. infC, 357 
nitrogenase, 706 initiation factor 3 gene, 357 


J. Bacreniot. 


VoL. 152, 1982 


iron(III)-aerobactin transport, 223 
L. casei gene for B-p-phosphogalactoside galactohy- 
drolase, 1138 
lipoprotein, 1163 
lir, 1301 
lon, 919 
macrolide, lincosamide, streptogramin type B anti- 
biotic resistance, 524 
MalE protein insertion, 133 
membrane, 815 
membrane anchor polypeptides of fumarate reduc, 
1126 
membrane assembly, 1033 
membrane proteins, 133 
menaquinone biosynthesis, 1132 
O*-methylguanine-DNA methyltransferase, 534 
microcin 17 synthesis, 897 
murein cross-linkage, 1248 
murein synthesis, 994, 1248 
NaCl repression of ssb-/ and ssb-1/3, 572 
NAD-linked dehydrogenase, 1001 
NAD*-linked glycerol dehydrogenase, 1169 
oligomeric integral membrane protein, 1008 
ompR 
colicin E2 synthesis, 897 
microcin 17 synthesis, 897 
oriC plasmid, 983 
outer membrane, 1033 
outer membrane lipoprotein, 1163 
oxygen toxicity, 208 
penicillin-binding protein 6 gene, 904 
pepN, 848 
peptidase N, 848 
phenylalanyl-tRNA synthetase operon, 650, 661 
pheR 
cloning, | 
pheS, 357 
pheT, 357 
phoS, 692 
phosphate transport and retention 
silver ions, 7 
phosphatidylserine translocation, 1033 
B-p-phosphogalactoside galactohydrolase, 1138 
6-phosphogluconate dehydrogenase, 584 
phoT, 692 
PH taxis, 384 
plasmid pMG110 
DNA gyrase antagonism, 338 
plasmid pBR322, 954 
DNA gyrase antagonism, 338 
plasmid pHly185, 963 
plasmid pKH80, 524 
plasmolysis, 479 
polA region, 1211 
polypeptide controlled by the /on ATP hydrolysis- 
dependent protease, 919 
prolipoprotein, 1163 
protein components of translational machinery, 584 
protein methylation, 384 
proton translocating ATPase, 815 
rep, 572 
ribosomal protein RNA polymerase operons, 1022 
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sensory transducer, 372 
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spot 42 RNA gene, 1196 

ssb-1 and ssb-113, repression of, 572 

o-succinylbenzoate conversion to 1,4-dihydroxy-2- 
naphthoate, 1132 

thr operon, 363 

thrS , 357 

transposon Tn5 inserted into ribosomal protein 
RNA polymerase operons, 1022 

trg, 372 

tRNA,°", 773 

trpC mutant, 954 

type V-A hemagglutinin, 757 

tyrR, 1276 

UV irradiation, 702 


Fatty acid deprivation 
neutral lipid synthesis, 747 
S. cerevisiae, 747 
Fatty acid kinase, branched chain 
spirochete, 246 
Fe protein of nitrogenase 
R. rubrum, 786 
Fermentation 
pyruvate formate-lyase, 175 
S. mutans, 175 
Ferrisiderophore reductase 
B. subtilis, 943 
heme, 943 
Flexibacter columnaris 
trail following, 495 
Flexibacter sp. strain FS-1 
trail following, 495 
Fo poiypeptides 
E. coli, 815 
membrane association, 815 
fuc region 
E. coli, 120 
phage lambda insertions, 120 
Fumarate reduction 
T. phagedenis, Reiter strain, 1049 
Fusion 
A. laidlawii, 471 
virus induced, 471 
Fusobacterium nucleatum 
hemagglutinin from cell wall fragments, 298 
lysine degradation, 201 


Germ tube formation 
N-acetyl-p-glucosamine, 555 
C. albicans, 555 

Gliding bacteria 
trail following, 495 

Glucan synthetase 
detergents, 563 
P. brasiliensis, 563 

Glucose 
E. coli, 572 
invertase synthesis, 14 
S. cerevisiae, 14 
ssb-1 and ssb-113, repression of, 572 

Glucose transport 
S. cerevisiae, 1295 


RNA polymerase 
beta prime subunit, 736 
rpoC, 736 
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biosynthesis, 616 
lipoteichoic acid biosynthesis, 616 
Glutamine synthetase 
Anabaena spp., 626 
Glyceride-cysteine lipoproteins 
gram-positive bacteria, 315 
Glycerol 
E. coli growth, 1001 
NAD-linked dehydrogenase, 1001 
Glycerol kinase 
K. pneumoniae mutant, 1303 
substitute for dihydroxyacetone kinase, 1303 
sn-Glycerol-3-phosphate permease, g/pT-encoded 
E. coli, 1008 
Glycolysis genes 
ATP production, 98 


E. coli, 1196 

E. coli sacculus, 1248 

spot 42 RNA gene, 1196 
Growth inhibition 

amino acid supplements, 874 

a-aminoadipate, 874 

S. cerevisiae, 874 


Haemophilus influenzae 
chromosomal gene transfer, 1066 
competence, 855 
DNA-binding vesicles, 441, 855 
transformation with restriction fragments, 332 

Heat-labile enterotoxin subunit B 
E. coli, 506 
sequence analysis of gene, 506 

Heat-labile hemolysin 
P. aeruginosa, 239 

Helper plasmid cloning 
S. sanguis, 215 

Hemagglutinating activity 
B. pertussis, 907 
ornithine-containing lipid, 907 

Hemagglutination, mannose-resistant 
chromosomal determinant 

cloning of, 1241 
E. coli, 1241 

Hemagglutinin 
F. nucleatum cell wall, 298 

Heme 
B. subtilis, 943 
ferrisiderophore reductase, 943 

Hemolysin production 
chromosomal determinant 

cloning of, 1241 
E. coli, 1241 

Hemolytic determinants 
plasmid pHly185, 963 

Hydrogenase 
A. eutrophus, 42 
nickel component, 42 

Hydrogen oxidation 


electron transport components, 422 
R. japonicum, 422 

Hydrogen peroxide-mediated killing 
L-cysteine potentiation, 81 
E. coli, 81 

Hydrophilic solutes 
P. aeruginosa outer membrane, 636 


Incompatibility 
plasmid RK2, 1078 
Incompatibility properties 
IncFIl R plasmid NR1, 829 
infC 


E. coli, 357 
Initiation factor 3 
E. coli, 357 
infC, 357 
Insertion sequence 
P. aeruginosa, 514 
Invertase synthesis 
glucose, 14 
S. cerevisiae, 14 
Iron(III)-aerobactin transport 
E. coli, 223 


Klebsiella aerogenes 
tryptophan operon, 49 
Kl bsi lla pre 
glycerol kinase as a substitute for dihydroxyacetone 
kinase, 1303 
NAD*-linked glycerol dehydrogenase, 1169 
oriC plasmid, 983 


B-Lactamase 
C. freundii, 567 
E. cloacae, 567 
E. coli, 567 
P. mirabilis, 567 
P. morganii, 567 
P. vulgaris, 567 
S. marcescens, 567 
Lactate gradient 
S. cremoris, 682 
Leucine and valine interconversion 
C. sporegenes, 946 
L-forms 
carboxypeptidase/transpeptidase activity, 1042 
penicillin-binding proteins, 1042 
P. vulgaris, 1042 
Lipid synthesis 
fatty acid deprivation, 747 
M. racemosus, 880 
S. cerevisiae, 747 
Lipid vesicles 
tetanolysin binding, 388 
Lipoprotein 
E. coli outer membrane, 1163 
gram-positive bacteria, 315 
Lipoteichoic acid biosynthesis 
glucosyl monophosphory! undecaprenol, 616 
S. sanguis, 616 
lir 
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lon 
cell division, 919 
E. coli, 919 
Lysine degradation 
F. nucleatum, 201 
Lysogeny 
B. subtilis, 284 
phage SP02, 284 


MalE protein insertion 
E. coli envelope, 133 
Membrane 
E. coli, 815 
Fy polypeptide association, 815 
P. aeruginosa, 
pilin pools, 687 
Membrane anchor polypeptides 
E. coli fumarate reductase, 1126 
Membrane assembly 
N-acylphosphatidylserine, 607 
E. coli, 1033 
phosphatidylserine translocation, 1033 
R. sphaeroides, 607 
Membrane-DNA attachment sites 
S. faecalis, 191 
Membrane, outer 
see outer membrane 
Membrane protein 
sn-glycerol-3-phosphate permease, 1008 
Membrane proteins 
E. coli, 133 
MalE protein insertion, 133 
Menaquinone biosynthesis 
E. coli, 1132 
men mutants 
E. coli, 1132 
Methanobacterium ther totrophicum 
carbon dioxide activation, 840 
methyl-coenzyme M reduction, 840 
Methanobrevibacter arboriphilus 
antigenic analysis, 762 
Methanomicrobiales 
antigenic analysis, 762 
Methyl-coenzyme M reduction 
carbon dioxide activation, 840 
M. thermoautotrophicum, 840 
O*-Methylguanine-DNA methyltransferase 
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mitomycin inactivation 
rescue, 976 
psoralen inactivation 
rescue, 976 
Mitomycin inactivation 
M. radiodurans rescue 
alkylating agents, 976 
radiation, 976 
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nitrogenase activating enzyme, 714 
R. rubrum, 714 
Mollicutes 
nuclease, 538 
Movement 
M. xanthus, 451 
Mucor racemosus 
lipid synthesis, 880 
Murein components 
M. xanthus, 462 
sporulation rescue, 462 
Murein cross-linkage 
E. coli, 1248 
Murein synthesis 
colicin M, 994 
E. coli, 994, 1248 
Mycoplasma arthritidis 
nuclease, 538 
Mycoplasma pneumoniae 
nuclease, 538 
Mycoplasma pulmonis 
nuclease, 538 
Myxococcus xanthus 
coordinated movement, 451 
sporulation 
murein component rescue, 462 
trail following, 495 


Na* 
B. subtilis bioenergetics, 1096 
NAD biosynthesis 
nucleoside salvage pathway, 1111 
S. typhimurium, 1111 
NAD-linked dehydrogenase 
E. coli growth on glycerol, 1001 
NAD*-linked glycerol dehydrogenase 
E. coli, 1169 
immunoche-nical properties, 1169 
K. pneumoniae, 1169 
Naegleria fowleri 
enflagellation, 83 
Neisseria gonorrhoeae 
DNA uptake, sequence-specific. 1071 
Neurospora crassa 
adenosine kinase-deficient mutant, 1292 
amino acid transport 
loss of ability, 545 
cadaverine synthesis, 291 
cytochrome c reduction 
blue light, 151 


Ectothiorhodospira sp., 706 
Fe protein of, 786 
R. rubrum, 786 

Nitrogenase activating enzyme 
Mn** activation, 714 
R. rubrum, 714 
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plasmid pCM194, 284 
Macrolide, lincosamide, streptogramin type B antibi- 
otic resistance 
E. coli, 524 
ermC, 524 
plasmid pKH80, 524 
superoxide dismutase, 151 
E. coli, 534 Nickel 
Microcin 17 synthesis A. eutrophus, 42 
E. coli, 897 hydrogenase, 42 
ompR, 897 nif genes 
large plasmids, 928 
R. japonicum, 928 
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Nitrogenase activity 
carbon dioxide requirement, 510 
R. japonicum, 510 
Nitrogen fixation 
A. vinelandii tungsten-resistant mutant, 72 
R. japonicum mutants, 485 
Nitrogen oxide reduction 
Campylobacter spp., 915 
W. succinogenes, 915 
Nucleases 
A. equifetale, 538 
A. laidlawii, 538 
B. subtilis transformation, 166 
M. arthritidis, 538 
M. pneumoniae, 538 
M. pulmonis, 538 
Nucleoside salvage pathway 
NAD biosynthesis, 1111 
S. typhimurium, 1111 


Oligomycin resistance 

S. lipolytica, 530 

transfer during protoplast fusion, 530 
ompR 

colicin E2 synthesis, 897 

E. coli, 897 

microcin 17 synthesis, 897 
oriC plasmids 

E. aerogenes, 983 

E. coli, 983 

K. pneumoniae, 983 
Ornithine-containing lipid 

B. pertussis, 907 

hemagglutinating activity, 907 
Oscillatoria animalis 

trail following, 495 
Outer membrane 

E. coli, 1033 

hydrophilic solutes, 636 

P. aeruginosa, 636 

phosphatidylserine translocation, 1033 
Oxygen 

E. coli polA recB colony formation, 208 

S. mutans fermentation, 175 
Oxygen-detoxifying enzyme synthesis 

B. stolpii, 792 


Paracoccus denitrificans 
phospholipid composition, 595 
Paracocidioides brasiliensis 
glucan synthetase 
detergents, 563 
Pasteur effect 
S. cerevisiae, 19 
PI diac recombination, 345 
PI miniplasmid, 63 
Penicillin-binding protein 6 gene (dacC) 
deletion of, 904 
E. coli, 904 
Penicillin-binding proteins 
P. vulgaris and its L-forms, 1042 
Penicillin G acylase 
P. rettgeri, 104 
repression by TCA intermediates, 104 


pepN 
E. coli, 848 
i N 
E. coli, 848 
Peroxisomes 
C. tropicalis, 269 
DNA, 269 
pH 
B. subtilis bioenergetics, 1096 
Phenylalanyl-tRNA synthetase operon 
E. coli, 650, 661 
3-Phenylbutyric acid degradation 
Pseudomonas sp., 411 


pheS, pheT 

cloning, 357 

E. coli, 357 
phoS 

cloning, 692 

complementation tests, 692 

E. coli, 692 
Phosphate 

transport and retention 

E. coli, 7 
silver ions, 7 

Phosphatidylserine translocation 

E. coli outer membranes, 1033 
Phosphodiesterase induction 

cyclic GMP, 232 

D. discoideum, 232 
B-p-Phosphogalactoside galactohydrolase gene 

cloning and expression, 1138 

E. coli, 1138 

L. casei, 1138 
6-Phosphogluconate dehydrogenase 

E. coli, 584 
Phospholipase C 
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gene, 431 
Phospholipid 

P. denitrificans, 595 

R. capsulata, 595 

R. sphaeroides, 595 
phoT 
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complementation tests, 692 

E. coli, 692 
PH taxis 

E. coli, 384 

protein methylation, 384 
Pilin pools 
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Plaque formation 
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Plasmid NRI 

incompatibility product, 829 
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B. fragilis, 950 

homology with pBFTM10, 950 
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B. fragilis, 950 
homology with pBF4, 950 
Plasmid pBR322 
DNA gyrase antagonism, 338 
E. coli, 338 
E. coli trpC mutant, 954 
Plasmid pCM194 
phage SP02 lysogeny, 284 
Plasmid pE194 
B. subtilis, 722 
Plasmid pHly185 
hemolytic determinants, 963 
Plasmid pKAPS1 
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P. syringae pv. phaseolicola, 797 
Plasmid pMG110 
DNA gyrase antagonism, 338 
E. coli, 338 
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mapping, 1280 
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Plasmid R864a 
primase specified by, 901 
Plasmid R1162 insertions and deletions, 140 
Plasmid RK2 
incompatibility, 1078 
Plasmids 
R. japonicum nif genes, 928 
Plasmid transfer to Bordetella pertussis, 549 
Plasmolysis 
E. coli division cycle, 479 
Ploidy 
C. albicans, 893 
Pneumococcal transfection 
protamine sulfate, 765 
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E. coli, 1211 
Polyamine metabolism 
cadaverine synthesis, 291 
N. crassa mutants, 291 
Primase specified by IncB plasmid R864a, 901 
Prolipoprotein signal peptidase 
E. coli, 1163 
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B-lactamase, 567 
trail following, 495 
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B-lactamase, 567 
Proteus rettgeri 
penicillin G acylase 
repression by TCA intermediates, 104 
Proteus vulgaris 
carboxypeptidase/transpeptidase activity, 1042 
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S. cremoris, 682 
Proton translocating ATPase 

E. coli, 815 
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Protoplast fusion 

B. subtilis, 157 
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phospholipase C gene, 431 
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tetracycline uptake and efflux, 255 

TOL DNA, 911 
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2-pyrone-4,6-dicarboxylic acid metabolism, 1154 
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TOL plasmids pWWO and pND2, 1280 
Pseudomonas syringae pv. phaseolicola 
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Psoralen inactivation 

M. radiodurans rescue 

alkylating agents, 976 
radiation, 976 
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spirochetes, 1105 
2-Pyrone-4,6-dicarboxylic acid metabolism 

Pseudomonas sp., 1154 
Pyruvate-dependent diauxic growth 

R. rubrum, 1175 
Pyruvate formate-lyase 

fermentation, 175 

S. mutans, 175 
Pyruvate oxidation 

Reiter strain of 7. phagedenis, 1060 
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cloning, 323 

S. cerevisiae, 323 
Radiation resistance 

S. typhimurium, 260 
Recombination 

C. albicans, 969 

Pi diac, 345 
Reiter strain of Treponema phagedenis 

fumarate reduction and product formation, 1049 
rep 

E. coli, 572 

ssb-1 and ssb-113, repression of, 572 
Respiratory systems 

C. fetus subsp. jejuni, 306 
Restriction endonucleases 

H. influenzae transforming DNA, 332 
Rhizobium japonicum 

hydrogen oxidation 

electron transport components, 422 
nif genes and large plasmids, 928 
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pneumococcal transfection, 765 
Protein methylation 

E. coli, 384 
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nitrogenase activity 
carbon dioxide requirement, 510 
nitrogen fixation, 485 
Rhodopseud capsulata 
phospholipid composition, 595 
Rhodopseud sphaeroides 
N-acylphosphatidylserine, 607 
expression of Tn95/ (lac) in, 924 
membrane assembly, 607 
phospholipid composition, 595 
transformation by plasmid DNA, 89 
Rhodospirillum rubrum 
activating enzyme, 786 
diauxic growth in light, 1175 
Fe protein of nitrogenase, 786 
nitrogenase activating enzyme, 714 
Ribosomal protein RNA polymerase operons 
E. coli, 1022 
transposon Tn5 insertion into, 1022 
RNA polymerase 
beta prime subunit, 736 
E. coli, 736 
R plasmid-TOL derivatives from Pseudomonas spp. 
mapping, 1280 


amber mutation, 736 
beta prime subunit of RNA polymerase, 736 
E. coli, 736 
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amino acid supplements, 874 
a-aminoadipate, 874 
chitin synthetase activation, 1255 
6-deoxy-D-glucose 
facilitated diffusion, 1295 
DNA replication in strain homozygous for rad6-/] 
mutation, 517 
dTMP utilization in a tup mutant, 111 
fatty acid deprivation, 747 
glucose transport, 1295 
growth inhibition, 874 
invertase synthesis, 14 
lipid synthesis, 747 
Pasteur effect, 19 
RAD3, cloning of, 323 
Sugar transport, 19 
Saccharomyces sp. strain 1710 
alkaline phosphatase, 865 
asparagine-linked carbohydrate, 865 
Saccharomycopsis lipolytica 
oligomycin resistance, 530 
Sacculus 
E. coli, 1248 
Salmonella typhimurium 
Mu mutagenesis 
nad-lac fusion, 959 
phage P22 as vector, 959 
pnc-lac fusion, 959 
NAD biosynthesis 
nucleoside salvage pathway, 1111 
radiation-resistant mutant, 260 
typhimuricin, 542 
Sensory transducer 
E. coli, 372 
trg, 372 


L-Serine deaminase 
E. coli, 702 
UV irradiation, 702 
Serratia marcescens 
B-lactamase, 567 
S gene 
phage lambda, 1091 
Sigma-28-containing RNA polymerase 
B. subtilis DNA fragment transcribed by, 780 
Silver ions 
E. coli, 7 
phosphate transport and retention, 7 
Sodium chloride 
E. coli, 572 
ssb-1 and ssb-113, repression of, 572 
sog primase, 1188 
Spirochaeta aurantia 
purine interconversion, 1105 
Spirochaeta stenostrepta 
purine interconversion, 1105 
Spirochete MA-2 
acetate kinase isozymes, 246 
fatty acid kinase, branched-chain, 246 
spo0B 
cloning, 809 
Spore proteins, acid-soluble 
B. subtilis, 1117 
Sporulation 
S-adenosylmethionine synthetase, 400 
B. subtilis, 400 
M. xanthus, 462 
rescue by murein components, 462 
Spot 42 RNA gene 
E. coli growth, 1196 
ssb-1 and ssb-113 
E. coli, 572 
repression 
glucose, 572 
NaCl, 572 
rep, 572 
Stigmatella aurantiaca 
trail following, 495 
Streptococcus cremoris 
lactate gradient, 682 
proton gradient, 682 
Streptococcus faecalis 
agmatine deiminase pathway, 676 
DNA-membrane attachment sites, 191 
membrane-DNA attachment sites, 191 
plasmids pAD1 and pAD2, 1220 
transposition of Tn9/7, 1220 
Streptococcus mutans 
fermentation, 172 
pyruvate formate-lyase, 175 
tetracycline resistance determinant 
cloning, 215 
Streptococcus pneumoniae 
protamine sulfate, 765 
transfection, 765 
transformation of restriction endonuclease pheno, 
183 
Streptococcus sanguis 
glucosyl monophosphory! undecaprenol, 616 
lipoteichoic acid biosynthesis, 616 
Streptomyces lavendule 
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B. subtilis, 157 
reconstitution by protoplast fusion, 157 
o-Succinylbenzoate 
conversion to 1,4-dihydroxy-2-naphthoate, 1132 
E. coli, 1132 
Sugar transport 
Pasteur effect, 19 
S. cerevisiae, 19 
Superoxide dismutase 
B. stolpii, 792 
cytochrome c reduction, 151 
N. crassa conidia, 151 


Tetanolysin 
binding to lipid vesicles, 888 
structure, 888 
Tetracycline 
uptake and efflux 
kinetics, 255 
P. putida, 255 
Tetracycline resistance determinant 
cloning, 215 
S. mutans, 215 
thr operon regulatory region 


TOL DNA, chromosomally integrated 
cured derivatives of P. putida PAWi, 911 
TOL plasmids pWWO and pND2 
mapping, 1280 
Trail following 
B. alba, 495 
Cytophaga sp. strain U67, 495 
F. columnaris, 495 
Flexibacter sp. strain FS-1, 495 
M. xanthus, 495 
O. animalis, 495 
P. mirabilis, 495 
S. aurantiaca, 495 
Transfection 
protamine sulfate, 765 
S. pneumoniae, 765 
Transformation 
B. subtilis, 166, 669 
DNA cross-links, 669 
DNA uptake, sequence specific, 1071 
H. influenzae, 332 
N. gonorrhoeae, 1071 
nucleases, 166 
restriction endonuclease phenotype, 183 
restriction endonucleases, 332 
R. sphaeroides, 89 
S. pneumoniae, 183 
Transposon Tn5 
E. coli, 1022 
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transposition, 1220 
Transposon Tn95/ 
R. sphaeroides, introduction into, 924 
Treponema denticola 
purine interconversion, 1105 
Treponema phagedenis, Reiter strain 
fumarate reduction and product formation, 1049 
pyruvate oxidation, 1060 
Treponema succinifaciens 
purine interconversion, 1105 
rg 
cloning, 372 
E. coli, 372 
sensory transducer, 372 
Tricarboxylic acid cycle intermediates 
penicillin G acylase 
repression of, 104 
P. rettgeri, 104 
4,5’ ,8-Trimethylpsoralen interstrand cross-links 
B. subtilis, 669 
integration of transforming DNA, 669 
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N. crassa, 952 
Tryptophan operon 

C. freundii, 57 

K. aerogenes, 49 

regulatory region, 49, 57 
Type V-A hemagglutinin 

E. coli GV-12, O1:H~, 757 
Typhimuricin 

S. typhimurium, 542 
tyrR 

cloning, 1276 

E. coli, 1276 


UDP glucuronate decarboxylase 
C. neoformans, 932 

UV irradiation 
E. coli, 702 
L-serine deaminase, 702 


Valine and leucine interconversion 
C. sporogenes, 946 

Vesicles 
H. influenzae, 441, 855 


Wolinella succinogenes 
nitrogen oxide reduction, 915 
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